


State of the Field

Plant Viruses. Invaders of Cells and Pirates of
Cellular Pathways1

Richard S. Nelson and Vitaly Citovsky*

Plant Biology Division, Samuel Roberts Noble Foundation, Ardmore, Oklahoma 73401 (R.S.N.);
and Department of Biochemistry and Cell Biology, State University of New York, Stony Brook,
New York 11794–5215

Plant viruses, discovered over a century ago when
the science of virology was born (for review, see
Creager, 2002), are obligate parasites on their hosts.
Through their life cycle, from virus accumulation to
intracellular, local, and systemic movement, viruses uti-
lize plant proteins, normally involved in host-specific
activities, for their own purposes. Although the first
identification of a host protein interacting with plant
viral RNA took place more than 25 years ago (for
review, see Buck, 1999; Waigmann et al., 2004), the true
complexity of this interaction between plant viruses
and their hosts to allow virus accumulation and spread
is just now becoming understood.

In addition, the ability of the host to defend itself
against virus replication and spread is now known to be
much more complex than was thought not long ago.
During the early 1990s, the first findings were pub-
lished suggesting that a plant host defense system tar-
geting viral RNA with extreme sequence specificity
existed (e.g. de Haan et al., 1992; Lindbo and Dougherty,
1992). Initially, these observations were not fully un-
derstood to represent an RNA-mediated host defense
system now referred to as the RNA interference
(RNAi), but with time were well differentiated from
the better studied host and transgene defense systems
mediated through proteins (e.g. the hypersensitive
reaction of Nicotiana tabacum cv Xanthi NN against
tobacco mosaic virus [TMV] and coat protein-mediated
resistance; Beachy, 1999; Marathe et al., 2002). In the last
few years, plant molecular virologists and biologists
have moved with increasing speed to document the
incredibly complex interactions between virus and host
factors necessary to allow or defeat virus infections in
the presence of RNAi (e.g. Baulcombe, 2004). Thus,
plant viruses, besides their traditional role as causative
agents of numerous plant diseases, represent molecular
tools to examine and dissect diverse basic cellular
processes in plants, ranging from intracellular trans-
port and nucleocytoplasmic shuttling (Lazarowitz and

Beachy, 1999; Oparka, 2004) to intercellular transport
(Waigmann et al., 2004) to gene silencing (Moissiard
and Voinnet, 2004).

This focus issue reports new insights into how
viruses may utilize host factors to accumulate and
move intracellularly to position for intercellular move-
ment (Chen et al., 2005; Ju et al., 2005; Liu et al., 2005).
Also, information further illuminating the ‘‘give and
take’’ between virus and host factors battling for
control during RNAi is presented (Chellappan et al.,
2005; Liu et al., 2005; Schwach et al., 2005). Update
articles on virus-host interactions during virus repli-
cation and movement in this issue review recent
information in these areas to provide clues for pro-
ductive future research (Boevink and Oparka, 2005;
Thivierge et al., 2005). In this State of the Field editorial,
we introduce the research and Update articles in this
issue and review recent literature on virus-host inter-
actions not addressed in the Updates.

VIRUS ACCUMULATION

For both DNA and RNA plant viruses, the accumu-
lation of progeny virus involves translation and rep-
lication of viral sequences (Buck, 1999; Ahlquist et al.,
2003; Noueiry and Ahlquist, 2003; Hanley-Bowdoin
et al., 2004; Ishikawa and Okada, 2004; Räjamaki et al.,
2004, and refs. therein). These plant viruses rely on the
host to provide factors to aid their accumulation. The
Update article by Thivierge et al. (2005) presents
a summary of recent insights into the mechanisms by
which positive-sense single-stranded RNA viruses
take advantage of the host cell mRNA processing
and translation machinery.

Research on virus-host interactions during DNA
virus accumulation has also moved forward. For ex-
ample, an NAC domain protein, SINAC1, from tomato
(Solanum lycopersicum) that interacts with a geminivirus
replication enhancer (REn) protein was identified and
suggested to participate in viral replication (Selth et al.,
2005). NAC family members, which function in plant
development and defense responses (e.g. Xie et al.,
2000; Hegedus et al., 2003), are known to interact with
other geminivirus proteins, such as RepA, but in those
instances they inhibited rather than promoted viral
replication (Xie et al., 1999). Furthermore, a NAC pro-
tein interaction with an RNA virus coat protein is
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necessary during a resistance response in Arabidopsis
(Arabidopsis thaliana; Ren et al., 2000). That host proteins
from a single family display different functions during
DNA and RNA virus infection illustrates the complex-
ity of the virus-host interaction process.

Large-scale screening for host factors that affect
RNA virus accumulation has been undertaken using
yeast as an alternative host distinguished by a wealth
of well-characterized mutants (e.g. Kushner et al.,
2003; Panavas et al., 2005). These experiments showed
that host genes involved in viral accumulation may
differ between viruses. For example, while brome
mosaic virus and tomato bushy stunt virus each are
affected in their accumulation by approximately 100
host genes, only 14 of these genes overlap between
viruses. The overlapping genes encoded proteins be-
longing mainly to three functional groups: protein
biosynthesis, protein metabolism, and transcription/
DNA remodeling (Panavas et al., 2005). Interestingly,
no overlap existed between tomato bushy stunt virus
and brome mosaic virus for genes involved in protein
targeting, membrane association, vesicle transport, or
lipid metabolism (Panavas et al., 2005), suggesting that
there are important differences between these viruses
for host membrane targeting and intracellular trans-
port. Although analysis in yeast allows a high-
throughput analysis of yeast host factors that affect
plant virus accumulation, it is important to supplement
these data with information obtained in plant cells, for
example, using a recently developed technology to
study virus replication in a cell-free system of mem-
brane-containing extract from uninfected evacuolated
plant protoplasts (Komoda et al., 2004). The potential to
utilize protoplasts from mutant plants silenced for
expression of specific plant genes identified through
the yeast-based selection is very exciting.

INTRACELLULAR AND
INTERCELLULAR MOVEMENT

To spread between cells, viruses must first move
from their replication sites to plasmodesmata at the cell
periphery and then traverse these intercellular chan-
nels to enter the neighboring cell. Cell-to-cell transport
of most plant viruses is mediated by specific virally
encoded factors termed movement proteins (MPs), the
function of which may be augmented by other viral
proteins (for review, see Morozov and Solovyev, 2003;
Räjamaki et al., 2004; Waigmann et al., 2004). The
majority of the cell-to-cell transport machinery, how-
ever, is presumed to be provided by the host cell. One
such host transport apparatus is the cytoskeleton.
Although plant cytoskeletal elements were implicated
in viral cell-to-cell transport a decade ago (Heinlein
et al., 1995; McLean et al., 1995), the relative roles of
microtubules and microfilaments in the transport pro-
cess are just emerging. Recent data suggest that, for
TMV, microfilaments participate in the cell-to-cell
movement of the virus, whereas microtubules and
microtubule-associated proteins may be involved in

degradation of the viral MPs (Gillespie et al., 2002;
Kragler et al., 2003). In this issue, Liu et al. (2005)
demonstrate the role of microfilaments in cell-to-cell
movement of TMV. Disruption of microfilaments by
pharmacological agents or by virus-induced gene si-
lencing compromised TMV spread from cell to cell, but
it did not significantly affect viral accumulation within
the infected cells (Liu et al., 2005). Furthermore, this
study demonstrated the potential involvement of an-
other TMV factor, the 126-kD protein, in viral transport
along microfilaments; the 126-kD protein was shown to
associate with viral replication complexes, modulate
their size, and potentially mediate their interaction
with and movement along the microfilament network
(Liu et al., 2005).

Increasing evidence suggests that the cytoskeletal
network does not function alone in viral transport to
and through plasmodesmata. Instead, it may act to-
gether with the endomembrane transport system of the
host cell. Specifically, many viral MPs may be delivered
to plasmodesmata via the endoplasmic reticulum (ER),
while actin/myosin filaments may regulate the flow of
proteins in the ER membrane (Boevink and Oparka,
2005). Two articles in this issue address the role of ER in
viral cell-to-cell transport and plasmodesmal targeting.
Ju et al. (2005) show that the potato potexvirus X (PVX)
triple gene block (TGB) p2, one of the proteins required
for movement of this group 2 member of the TGB-
containing viruses, associates with ER-derived vesi-
cles, which in turn colocalize with actin filaments.
Intriguingly, no association of the TGBp2 with Golgi
vesicles was detected (Ju et al., 2005), consistent with
findings in a recent report studying the movement of
TGBp2-containing structures in tissue infected with
potato mop-top virus, a group 1 member of the TGB-
containing viruses (Haupt et al., 2005). Thus, these
viruses likely use an ER-dependent pathway for
plasmodesmal targeting, which is different from the
Golgi-dependent targeting to plasmodesmata recently
demonstrated for some cellular proteins (Sagi et al.,
2005).

The association of the potexviral TGBp2 MP with
microfilaments and ER resembles similar associations
of the tobamoviral MP and the 126-kD protein (McLean
et al., 1995; Heinlein et al., 1998; Hagiwara et al., 2003;
Liu et al., 2005). This resemblance indicates physical
and functional similarities between MPs and move-
ment-associated proteins of potexviruses and tobamo-
viruses, suggesting that both viral groups utilize
a similar method of intracellular movement, at least
through a portion of this passage (Nelson, 2005).

For TMV, the role of the ER translocation and plas-
modesmal targeting was explored by Chen et al. (2005)
using calreticulin, a cellular protein that localizes to
plasmodesmata (Baluska et al., 1999; Michalak et al.,
1999; Chen et al., 2005). This study showed that the
N-terminal signal peptide was critical for the ability of
calreticulin to accumulate within plasmodesmata (Chen
et al., 2005). Based on these observations, it is tempting to
speculate that plasmodesmal targeting involves two dis-
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tinct signals, a signal to enter the ER network and a puta-
tive plasmodesmata localization signal. Consistent with
this idea, several types of viral MPs that ‘‘gate’’ plasmo-
desmata (e.g. Waigmann et al., 1994; Tamai and Meshi,
2001) have been shown also to associate with the ER (e.g.
Heinlein et al., 1998; Haupt et al., 2005; Ju et al., 2005).

Chen et al. (2005) also showed that calreticulin
interacts with TMV MP and that overexpression of
calreticulin in transgenic plants redirects TMV from
plasmodesmata to microtubules and compromises cell-
to-cell transport of the virus. A potential, albeit indirect,
functional link between viral MPs and calreticulin also
may be inferred from the observations that one of the
two MPs of the turnip crinkle virus (TCV) interacts
with an Arabidopsis protein containing two RGD cell-
attachment sequences (Lin and Heaton, 2001) that are
recognized by integrins (Campbell et al., 2000), which
in turn interact with calreticulin (Dedhar, 1994).

Possible roles of the calreticulin-MP interaction in
regulation of plasmodesmal permeability are dis-
cussed in the Update article by Boevink and Oparka
(2005) in this issue. These authors present a review of
the latest trends and discoveries regarding the role of
the ER/actin network in intracellular transport, rec-
ognition of adhesion sites at the cell periphery, mod-
ification of plasmodesmata by alteration of the cell
wall structure, Hsp70 chaperones as potential trans-
location factors, and regulation of viral cell-to-cell
movement (Boevink and Oparka, 2005).

Recently, a potential link between virus accumula-
tion and cell-to-cell movement was identified when the
eukaryotic translation factors eIF4E and eIF(iso)4E,
which are required for accumulation of potyviruses
(Duprat et al., 2002; Lellis et al., 2002; Ruffel et al., 2002;
Nicaise et al., 2003), were also shown to aid in virus cell-
to-cell movement (Gao et al., 2004). These observations
supported earlier findings where plant mutants with
altered eIF4E activity exhibit limited virus spread
(Arroyo et al., 1996). It has been speculated that poty-
virus intracellular movement may occur via an inter-
action of eIF4E with eIF4G, which then binds
microtubules (Lellis et al., 2002). Regardless of the
mechanism of eIF4E-mediated virus movement, it is
important to realize that host proteins may function in
several steps of the virus infection process, e.g. in the
case of eIF4E, both in virus translation and/or replica-
tion and in viral cell-to-cell movement.

Finally, in recent years, viral MPs have been shown
to interact with numerous other cellular proteins,
such as pectin methylesterases (Dorokhov et al.,
1999; Chen et al., 2000; Chen and Citovsky, 2003),
protein kinases (Yoshioka et al., 2004), homeodomain
proteins (Desvoyes et al., 2002), DnaJ-like proteins
(Soellick et al., 2000; von Bargen et al., 2001), rab
acceptor-related proteins (Huang et al., 2001), b-1,3-
glucanase-interacting proteins (Fridborg et al., 2003),
and transcriptional coactivators (Matsushita et al.,
2001, 2002). To date, only protein kinases have been
shown to play a role in viral intercellular move-
ment (Citovsky et al., 1993; Kawakami et al., 1999;

Waigmann et al., 2000; Trutnyeva et al., 2005), while
the functions of other MP-interacting proteins in this
process remain obscure, awaiting future studies.

VIRUSES VERSUS RNAi HOST DEFENSE

Virus-host interactions during RNAi in plants are
complex and understood only at a rudimentary level.
In general, plants have multiple RNA silencing path-
ways with diverse biological roles (Baulcombe, 2004).
These include the regulation of gene expression and
importantly, for this short review, the control of virus
accumulation. The analysis of the RNAi pathway
controlling virus accumulation is complicated because
some of the host genes involved in this process also
function in regulating host gene expression. In addi-
tion, viruses themselves modify the final outcome by
their expression of proteins that defeat the system, i.e.
suppressors of RNA silencing. For a more complete
understanding of this rapidly evolving area, there are
many excellent recent reviews (Baulcombe, 2004; Ding
et al., 2004a; Moissiard and Voinnet, 2004).

RNA silencing involves the recognition of a target
RNA and its subsequent destruction. This occurs via
a multistep enzymatic pathway including, in plants,
an RNA-dependent RNA polymerase (RdRP; now
referred to as RDR), an RNase-III-type dicer-like
endonuclease (DCL), putative members of the RNA-
induced silencing complex such as Argonaute, which
likely binds RNA, and other proteins that may support
RNA-induced silencing complex activity, such as
DEAD box helicases (SDE3; for review, see Baulcombe,
2004; Meister and Tuschl, 2004). The majority of these
proteins are members of gene families, and it is this
multiplicity of family members that allows the plant to
respond to widely varying needs (e.g. plant develop-
ment and defense against virus invasion) and compli-
cates our ability to understand each system.

One way to simplify this issue is to identify natural
or created plant knockout mutants for each gene
involved in RNA silencing and study their loss-of-
function phenotype during virus challenge. Using this
approach, Arabidopsis DCL2 was found to be re-
quired for protection against TCV (Xie et al., 2004).
Arabidopsis SDE3 was required for protection against
cucumber mosaic virus (CMV) but not tobacco rattle
virus (TRV; Dalmay et al., 2001). For the RDRs, the
tobacco RDR1 was required for protection against
TMV and PVX, while its Arabidopsis homolog was
required for protection against TMV-cg, a tobamovirus
very closely related to turnip vein clearing virus
(TVCV; Lartey et al., 1993), and TRV (Xie et al., 2001;
Yu et al., 2003). Interestingly, Nicotiana benthamiana is
a natural mutant for RDR1, and transgenic expression
of an RDR1 ortholog from Medicago truncatula en-
hanced its susceptibility to TMV, TVCV, and sunn
hemp mosaic virus (a tobamovirus, but only distantly
related to TMV and TVCV), but not CMVor PVX (Yang
et al., 2004). Similarly, RDR6 was required for pro-
tection against CMV, but not turnip mosaic virus,
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TVCV, TCV, or TRV in Arabidopsis (Dalmay et al.,
2000; Mourrain et al., 2000). Thus, specific RDRs likely
recognize different viruses; RDR1 is required for pro-
tection against tobamoviruses and TRV, while RDR6 is
required for protection against CMV.

In this issue, Schwach et al. (2005) report that RDR6
in N. benthamiana is required to inhibit infections by
PVX, potato virus Y, and CMV, in the presence of its Y
satellite RNA, but has no effect on infections by TMV,
TRV, TCV, and CMV, in the absence of the Y satellite
RNA. During infection with PVX, RDR6 prevented the
systemic (including meristems), but not local, infection
of plants (Schwach et al., 2005). Grafting experiments
showed that RDR6 is required for cells to respond to
a systemically moving silencing signal. The results of
this study suggested that RDR6 produces double-
stranded RNA precursors from the silencing signal
that are used to generate short-interfering RNAs
(siRNAs), which in turn allow an immediate silencing
response against the target virus on its arrival
(Schwach et al., 2005). This information advances our
understanding of the mechanism of the host RNAi-
mediated resistance pathway against virus infection.
For example, as Schwach et al. (2005) suggest, exclu-
sion of virus from the meristem is mediated by RNAi,
and RDR6 is involved in this process. These results
also raise issues to consider for future work in this
area. For example, what are the virus and satellite
RNA targets telling us about the substrate structural
requirements for each RDR, or is it that factors other
than substrate suitability control the ability of partic-
ular RDRs to control accumulation by specific viruses?
Also, why does the Arabidopsis RDR6, but not N.
benthamiana RDR6, protect against CMV?

It was also interesting that Schwach et al. (2005)
showed that RDR6 did not control cell-to-cell move-
ment of PVX, indicating that the silencing pathway in
which this enzyme functions does not target virus
intracellular or intercellular movement. In this issue,
Liu et al. (2005) reported that mutant TMVs expressing
126-kD protein silencing suppressors of varying
strengths were also not altered in cell-to-cell move-
ment (for TMV suppressor characterization, see Ku-
bota et al., 2003; Ding et al., 2004b). Earlier, such an
unlinking of RNA silencing suppressor activity from
cell-to-cell movement was demonstrated for the P15
suppressor from peanut clump peculovirus (Dunoyer
et al., 2002). It will be interesting to determine whether
or not RNA silencing ever directly targets the intra-
cellular or cell-to-cell movement forms of the viral
RNA. It may be that these forms are always protected
from the host silencing machinery.

Another article in this issue reports the effect of
temperature on the production of siRNAs in plants
challenged with various geminiviruses, demonstrat-
ing that RNA silencing increased as the temperature
was raised from 25�C to 30�C (Chellappan et al., 2005).
This finding extends to DNA viruses what was found
for an RNA virus, Cymbidium ringspot virus, in N.
benthamiana (Szittya et al., 2003). Importantly, the in-

crease in siRNA steady-state levels was most striking
(3- to 6-fold) for geminiviruses not associated with
a recovery phenomenon (i.e. producing fewer symp-
toms over time) compared with those that were
associated with a recovery phenomenon. This dra-
matic increase in siRNAs also was correlated with the
presence of one of two viral suppressors in these
geminiviruses (Vanitharani et al., 2004; Chellappan
et al., 2005). The critical importance of controlling tem-
perature when studying RNAi or applying it in agri-
culture is also highlighted in this work (Chellappan
et al., 2005).

Last, it is interesting that connections between the
induction of stress in cells, which could be considered
a host defense response, and virus movement may
exist. For example, exposure of plants to abiotic stress,
e.g. low levels of heavy metal cadmium, blocks viral
systemic movement (Citovsky et al., 1998; Ghoshroy
et al., 1998; Ueki and Citovsky, 2002). At the other
extreme, stress may aid movement because host heat
shock protein (HSP) 70 (Aoki et al., 2002) and virus-
encoded HSP70-related proteins (Medina et al., 1999;
Alzhanova et al., 2001; Prokhnevsky et al., 2002) likely
help viral and/or host macromolecular transport
through plasmodesmata. Interestingly, the induction
of host HSP70s during infection by plant RNA viruses
is driven by a general mechanism that senses the level
of misfolded proteins in the cell, regardless of protein
origin, viral or host (Aparicio et al., 2005). The study by
Ju et al. (2005) in this issue touched on the role of stress
in viral movement by showing that turnover of TGBp2
was greater during virus infection than when it was
expressed alone in plant cells. They also determined
that, in plant cells, TGBp2:green fluorescent protein
had a longer half-life than free green fluorescent
protein. Based on these observations, Ju et al. specu-
lated that cell stress, represented by increased protein
turnover, could aid movement of PVX between cells by
translocating TGBp2 or viral movement complex out
of the ER into the cytosol and making it available not
only for degradation but also for transport through
plasmodesmata (Ju et al., 2005). It will be interesting to
see if viruses indeed have pirated the host stress
response for their own purposes.

ACKNOWLEDGMENT

We thank Drs. Elison Blancaflor and Ping Xu for valuable comments on

the manuscript.

LITERATURE CITED

Ahlquist P, Noueiry AO, Lee WM, Kushner DB, Dye BT (2003) Host

factors in positive-strand RNA virus genome replication. J Virol 77:

8181–8186

Alzhanova DV, Napuli AJ, Creamer R, Dolja VV (2001) Cell-to-cell

movement and assembly of a plant closterovirus: roles for the capsid

proteins and Hsp70 homolog. EMBO J 20: 6997–7007

Aoki K, Kragler F, Xoconostle-Cazares B, Lucas WJ (2002) A subclass of

plant heat shock cognate 70 chaperones carries a motif that facilitates

trafficking through plasmodesmata. Proc Natl Acad Sci USA 99: 16342–

16347

Nelson and Citovsky

1812 Plant Physiol. Vol. 138, 2005



Aparicio F, Thomas CL, Lederer C, Niu Y, Wang D, Maule AJ (2005) Virus

induction of heat shock protein 70 reflects a general response to protein

accumulation in the plant cytosol. Plant Physiol 138: 529–536

Arroyo R, Soto MJ, Martinez-Zapater JM, Ponz F (1996) Impaired cell-to-

cell movement of potato virus Y in pepper plants carrying the ya(pr21)

resistance gene. Mol Plant Microbe Interact 9: 314–318

Baluska F, Samaj J, Napier R, Volkmann D (1999) Maize calreticulin

localizes preferentially to plasmodesmata in root apex. Plant J 19:

481–488

Baulcombe D (2004) RNA silencing in plants. Nature 431: 356–363

Beachy RN (1999) Coat-protein-mediated resistance to tobacco mosaic

virus: discovery mechanisms and exploitation. Philos Trans R Soc Lond

B Biol Sci 354: 659–664

Boevink P, Oparka KJ (2005) Virus-host interactions during movement

process. Plant Physiol 138: 4–6

Buck KW (1999) Replication of tobacco mosaic virus RNA. Philos Trans R

Soc Lond B Biol Sci 354: 613–627

Campbell KD, Reed WA, White KL (2000) Ability of integrins to mediate

fertilization, intracellular calcium release, and parthenogenetic devel-

opment in bovine oocytes. Biol Reprod 62: 1702–1709

Chellappan P, Vanitharani R, Ogbe F, Fauquet CM (2005) Effect of

temperature on geminivirus-induced RNA silencing in plants. Plant

Physiol 138: 1828–1841

Chen MH, Citovsky V (2003) Systemic movement of a tobamovirus

requires host cell pectin methylesterase. Plant J 35: 386–392

Chen MH, Sheng J, Hind G, Handa A, Citovsky V (2000) Interaction

between the tobacco mosaic virus movement protein and host cell pectin

methylesterases is required for viral cell-to-cell movement. EMBO J 19:

913–920

Chen M-H, Tian G-W, Gafni Y, Citovsky V (2005) Effects of calreticulin on

viral cell-to-cell movement. Plant Physiol 138: 1866–1876

Citovsky V, Ghoshroy S, Tsui F, Klessig DF (1998) Non-toxic concentra-

tions of cadmium inhibit tobamoviral systemic movement by a salicylic

acid-independent mechanism. Plant J 16: 13–20

Citovsky V, McLean BG, Zupan J, Zambryski PC (1993) Phosphorylation

of tobacco mosaic virus cell-to-cell movement protein by a developmen-

tally-regulated plant cell wall-associated protein kinase. Genes Dev 7:

904–910

Creager ANH (2002) The Life of a Virus. University of Chicago Press, Chicago

Dalmay T, Hamilton A, Rudd S, Angell S, Baulcombe DC (2000) An RNA-

dependent RNA polymerase gene in Arabidopsis is required for post-

transcriptional gene silencing mediated by a transgene but not by

a virus. Cell 101: 543–553

Dalmay T, Horsefield R, Braunstein TH, Baulcombe DC (2001) SDE3

encodes an RNA helicase required for post-transcriptional gene silenc-

ing in Arabidopsis. EMBO J 20: 2069–2077

de Haan P, Gielen JJL, Prins M, Wijkamp IG, van Schepen A, Peters D,

van Grinsven MQJM, Goldbach R (1992) Characterization of RNA-

mediated resistance to tomato spotted wilt virus in transgenic tobacco

plants. Biotechnology (N Y) 10: 1133–1137

Dedhar S (1994) Novel functions for calreticulin: interaction with integrins

and modulation of gene expression? Trends Biochem Sci 19: 269–271

Desvoyes B, Faure-Rabasse S, Chen MH, Park JW, Scholthof HB (2002) A

novel plant homeodomain protein interacts in a functionally relevant

manner with a virus movement protein. Plant Physiol 129: 1521–1532

Ding SW, Li H, Lu R, Li F, Li WX (2004a) RNA silencing: a conserved

antiviral immunity of plants and animals. Virus Res 102: 109–115

Ding XS, Liu J, Cheng NH, Folimonov A, Hou YM, Bao Y, Katagi C, Carter

SA, Nelson RS (2004b) The Tobacco mosaic virus 126-kDa protein

associated with virus replication and movement suppresses RNA

silencing. Mol Plant Microbe Interact 17: 583–592

Dorokhov YL, Makinen K, Frolova OY, Merits A, Saarinen J, Kalkkinen

N, Atabekov JG, Saarma M (1999) A novel function for a ubiquitous

plant enzyme pectin methylesterase: the host-cell receptor for the

tobacco mosaic virus movement protein. FEBS Lett 461: 223–228

Dunoyer P, Pfeffer S, Fritsch C, Hemmer O, Voinnet O, Richards KE

(2002) Identification, subcellular localization and some properties of

a cysteine-rich suppressor of gene silencing encoded by peanut clump

virus. Plant J 29: 555–567

Duprat A, Caranta C, Revers F, Menand B, Browning KS, Robaglia C

(2002) The Arabidopsis eukaryotic initiation factor (iso)4E is dispensable

for plant growth but required for susceptibility to potyviruses. Plant J

32: 927–934

Fridborg I, Grainger J, Page A, Coleman M, Findlay K, Angell S (2003)

TIP, a novel host factor linking callose degradation with the cell-to-cell

movement of Potato virus X. Mol Plant Microbe Interact 16: 132–140

Gao Z, Johansen E, Eyers S, Thomas CL, Ellis THN, Maule AJ (2004) The

potyvirus recessive resistance gene, sbm1, identifies a novel role for trans-

lation initiation factor eIF4E in cell-to-cell trafficking. Plant J 40: 376–385

Ghoshroy S, Freedman K, Lartey R, Citovsky V (1998) Inhibition of plant

viral systemic infection by non-toxic concentrations of cadmium. Plant J

13: 591–602

Gillespie T, Boevink P, Haupt S, Roberts AG, Toth R, Valentine T,

Chapman S, Oparka KJ (2002) Movement protein reveals that micro-

tubules are dispensable for the cell-to-cell movement of Tobacco mosaic

virus. Plant Cell 14: 1207–1222

Hagiwara Y, Komoda K, Yamanaka T, Tamai A, Meshi T, Funada R,

Tsuchiya T, Naito S, Ishikawa M (2003) Subcellular localization of host

and viral proteins associated with tobamovirus RNA replication. EMBO

J 22: 344–353

Hanley-Bowdoin L, Settlage SB, Robertson D (2004) Reprogramming

plant gene expression: a prerequisite to geminivirus DNA replication.

Mol Plant Pathol 5: 149–156

Haupt S, Cowan GH, Ziegler A, Roberts AG, Oparka KJ, Torrance L

(2005) Two plant-viral movement proteins traffic in the endocytic

recycling pathway. Plant Cell 17: 164–181

Hegedus D, Yu M, Baldwin D, Gruber M, Sharpe A, Parkin I, Whitwill S,

Lydiate D (2003) Molecular characterization of Brassica napus NAC

domain transcriptional activators in response to biotic and abiotic stress.

Plant Mol Biol 53: 383–397

Heinlein M, Epel BL, Padgett HS, Beachy RN (1995) Interaction of

tobamovirus movement proteins with the plant cytoskeleton. Science

270: 1983–1985

HeinleinM, Padgett HS, Gens JS, Pickard BG, Casper SJ, Epel BL, Beachy

RN (1998) Changing patterns of localization of the tobacco mosaic virus

movement protein and replicase to the endoplasmic reticulum and

microtubules during infection. Plant Cell 10: 1107–1120

Huang Z, Andrianov VM, Han Y, Howell SH (2001) Identification of

Arabidopsis proteins that interact with the cauliflower mosaic virus

(CaMV) movement protein. Plant Mol Biol 47: 663–675

Ishikawa M, Okada Y (2004) Replication of tobamovirus RNA. Proc Jpn

Acad Ser B Phys Biol Sci 80: 215–222

Ju H-J, Samuels TD, Wang Y-S, Blancaflor EB, Payton M, Mitra R,

Krishnamurthy K, Nelson RS, Verchot-Lubicz J (2005) The potato

virus X TGBp2 movement protein associates with endoplasmic reticu-

lum-derived vesicles during virus infection. Plant Physiol 138: 1877–

1895

Kawakami S, Padgett HS, Hosokawa D, Okada Y, Beachy RN, Watanabe

Y (1999) Phosphorylation and/or presence of serine 37 in the movement

protein of tomato mosaic tobamovirus is essential for intracellular

localization and stability in vivo. J Virol 73: 6831–6840

Komoda K, Naito S, Ishikawa M (2004) Replication of plant RNA virus

genomes in a cell-free extract of evacuolated plant protoplasts. Proc Natl

Acad Sci USA 101: 1863–1867

Kragler F, Curin M, Trutnyeva K, Gansch A, Waigmann E (2003) MPB2C,

a microtubule associated plant protein binds to and interferes with cell-

to-cell transport of tobacco mosaic virus movement protein. Plant

Physiol 132: 1870–1883

Kubota K, Tsuda S, Tamai A, Meshi T (2003) Tomato mosaic virus

replication protein suppresses virus-targeted posttranscriptional gene

silencing. J Virol 77: 11016–11026

Kushner DB, Lindenbach BD, Grdzelishvili VZ, Noueiry AO, Paul SM,

Ahlquist P (2003) Systematic, genome-wide identification of host genes

affecting replication of a positive-strand RNA virus. Proc Natl Acad Sci

USA 100: 15764–15769

Lartey RT, Hartson SD, Pennington RE, Sherwood JL, Melcher U

(1993) Occurrence of a vein-clearing tobamovirus in turnip. Plant Dis

77: 21–24

Lazarowitz SG, Beachy RN (1999) Viral movement proteins as probes for

intracellular and intercellular trafficking in plants. Plant Cell 11: 535–548

Lellis AD, Kasschau KD, Whitham SA, Carrington JC (2002) Loss-of-

susceptibility mutants of Arabidopsis thaliana reveal an essential role for

eIF(iso)4E during potyvirus infection. Curr Biol 12: 1046–1051

Lin B, Heaton LA (2001) An Arabidopsis thaliana protein interacts with

a movement protein of Turnip crinkle virus in yeast cells and in vitro.

J Gen Virol 82: 1245–1251

State of the Field

Plant Physiol. Vol. 138, 2005 1813



Lindbo JA, Dougherty WG (1992) Untranslatable transcripts of the tobacco

etch virus coat protein gene sequence can interfere with tobacco

etch virus replication in transgenic plants and protoplasts. Virology

189: 725–733

Liu J-Z, Blancaflor EB, Nelson RS (2005) The tobacco mosaic virus 126-

kilodalton protein, a constituent of the virus replication complex, alone

or within the complex aligns with and traffics along microfilaments.

Plant Physiol 138: 1853–1865

Marathe R, Anandalakshmi R, Liu Y, Dinesh-Kumar SP (2002)

The tobacco mosaic virus resistance gene, N. Mol Plant Pathol 3:

167–172

Matsushita Y, Deguchi M, Youda M, Nishiguchi M, Nyunoya H (2001)

The tomato mosaic tobamovirus movement protein interacts with

a putative transcriptional coactivator KELP. Mol Cells 12: 57–66

Matsushita Y, Miyakawa O, Deguchi M, Nishiguchi M, Nyunoya H

(2002) Cloning of a tobacco cDNA coding for a putative transcriptional

coactivator MBF1 that interacts with the tomato mosaic virus movement

protein. J Exp Bot 53: 1531–1532

McLean BG, Zupan J, Zambryski PC (1995) Tobacco mosaic virus move-

ment protein associates with the cytoskeleton in tobacco cells. Plant Cell

7: 2101–2114

Medina V, Peremyslov VV, Hagiwara Y, Dolja VV (1999) Subcellular

localization of the HSP70-homolog encoded by beet yellows clostero-

virus. Virology 260: 173–181

Meister G, Tuschl T (2004) Mechanisms of gene silencing by double-

stranded RNA. Nature 431: 343–349

MichalakM,Corbett EF,MesaeliN,NakamuraK,OpasM (1999) Calreticulin:

one protein, one gene, many functions. Biochem J 344: 281–292

Moissiard G, Voinnet O (2004) Viral suppression of RNA silencing in

plants. Mol Plant Pathol 5: 71–82

Morozov SY, Solovyev AG (2003) Triple gene block: modular design of

a multifunctional machine for plant virus movement. J Gen Virol 84:

1351–1366
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